Table 3: Primer sequences for the 33 markers

Locus F Primer Sequence (from 5' to 3') N Primer Sequence (from 5' to 3") R Primer Sequence (from 5' to 3")*
15 IS5F  GTGATGTGTCAAGTCTGATAGTG I5N  CCAACTCTACTATTGTCTGCT ISR UT-ACAAGCTCCTTCTCCTGAGAAT
20 20F CACTGACAAACACGCTGGGT 20N  TTAGCTGTTGTTCACGCTGTTAT 20R  UT-ATTGACCTAATCACCATTCATAG
27 27F  AGAGGGAGAACGCCTAGATCG 27N AGCAATGTGGCAAGTGGTAT 27R  UT-GATATCAGATCCAACACCGGC
33 33F TCTGTCCTGAAAATCACCCT 33N CTACCAGTTCGTCCGCCCGGATT 33R  UT-GGACAATGATGTTAAGAGGGTTAC
40 40F TCATCATAGACACAAATTAACTGT 40N ATCTAAAAAAAATCCTCTAGACATTT 40R  UT-TCTTTTGCTATGCAGACAATCTGT
46 46F TCACTTCTGGAGACTTCCCGT 46N TCACCACAGCATTAAAATTCAG 46R  UT-CAGATAGAGTTTGTGCATTGCC
52 52F CCTTTATCATGACAATATGT 52N GAAGTTCCTCAGAAGGGTAAG 52R UT-TACTCATGACTATCTTCGATCCT
56 56F TCTGTAAACAAGAGTGTTTCTATGG 56N  TGGAGACCCTGTTTCAGGAGCG 56R  UT-TGACTGAGAAAGTTACTGCTGAT
63 63F AGTGAGCCCTGAAAATCATGGACT 63N TCTCTGTTGTAAAGGAATATTGAC 63R  UT-AACTAATAGGACAAACGTTGTATT
68 68F ACCAGGTTCAGTGTCATGTAGGAC 68N  AAGTATGCAAATGAGTATCAGTCAC 68R  UT-TGAGCCCCAGGGATTTAGACCACA
74 74F CCGATGTGAATATGGAAAGGTT 74N GATTAGTGCTGGTCTCTCAG 74R UT-GAAGCCTCACTCTGACCCACGAC
79 79F AAATGCACAGATTCTCCAGGT 79N  TAAGTGAGGGTGAGGAACAGGTG 79R  UT-TCCACACATGAACCCTCTGT
84 84F ATGTATTTAAGGTACACCACTTGAC 84N ATAAGTAAACAATGCTAAACAG 84R  UT-TCAATCCTCACCAATACCTGT
89 89F CATCACTCTCAATGTTCAGGTT 89N CCTGCTGTGGCTGTTGCCTCTG 89R  UT-CAGAATTCCTGGTCTGTAGTATT
94 94F AAGACACAAGGCCGGAAAAT 94N  GACTGTTACAGAAGAAGCGGTTTG 94R  UT-CTACTAGCCTGGCATTAGTGTGCCT
102 102F CCAAAAATGTATCTGCCTGAC 102N  AGCAAAATCACACAGGTTGTCG 102R  UT-TGGCCTCAGTTGCTCTGAAC
108 108F GCCCAGCGAAGAAACTAGGCACTCC 108N TGTTCATTGTGTGTCCACTG 108R  UT-CAGGCTGCTGACACCATGTC
114  114F GAAGCATGGTCTTCCAAGCGT 114N TAGCCACAGTGGTCTTCCATCAG 114R  UT-ACAGAAGGAAACAGAGGACACTAAG
120 120F AGTGGCTTCTCCTTCTGGTGAG 120N  AGACAAATAGTAGTAGACACA 120R  UT-TGGTTGTCTAACTGTGTAGACCTC
128  128F GATGGGAAACTATAATTCTGCAAT 128N  CACTGGGCTCTATTGAGAGAT 128R  UT-AAGACATATACTATAACCTGTGAGAC
134 134F TCCTTATCTTGTTCTTACTGTGAAG 134N  CAGAGTCACCTACAGTCAATTAGT 134R UT-ACTTGGCTATACATTGTGTGGC
139 139F CTTGTTTGAAAATGCCAGATTTAT 139N GTCTGGAGGTCTTCTTAAGGTTCC 139R  UT-AGAACACCCTGGACATAGCAGC
144  144F GTTCTTAACTTTATCTAGTTCT 144N CTAGTTATTTGATACGTAATG 144R  UT-CAAAAGCTGTGCTAAGGGATAAG
149  149F TGTGTTGGATTTGAGAGTGTAGCAC 149N GTAAAGATGACAATCTATGGATG 1499R  UT-TAGTGTTTTGAATAAGTTTGAGTT
155 155F GCTACATTCGCAGCTACCAACG 155N GCTTAGGTAGAGTCTATGGATT I155R  UT-ACCCACCTAAAACACTGAGTGGC
160 160F CATATTTTCCTTCTACACTGG 160N  GAGCTCAGCCCCTGCATGAGACTTC 160R  UT-GTGCACATGAGGCAAGAGTTG
165 165F TGGTGGGTTTTCCAGAATGT 165N CATGCACTGCCCTGAAACATGTTTAT 165R  UT-AGAACACAGTCCTCTATCTGATGT
169 169F ATATTTCTACGAAGGCATTGTGAC 16ON CATTGCCGGTGTTTCTGAACTTCTG 169R  UT-GCCTTAATCTCTAGGTCAGGTC
175 175F TAACATGCCTAACACACTCG 175N TGGCTTCATTACTCTCTACAGG 175R  UT-ATGCTTCAGATAATTGAGGGTTG
180 180F ACCCCAGTTCTCATTATGTACT 180N TCCAATGTGGTGCTGGAATTAT 180R UT-GACCTCAAGATAAGAGGACTG
185 185F TGACAGCATGCCAGCAATGAGT 185N TCCAGTTGTTATGTTAAGAG 185R  UT-GGATATACACACAGTATCAATGGA
190 190F AGCTTCCTCAAGCAACTAAAT 190N  AGCCAAGGGAATTTCAAAGT 190R UT-TAATTCCAAAGAGAGGAGCAT
195 195F TTCATGTTACCTGGGCCAGAT 195N CCAGTTTAATGGGCTCATACT 195R  UT-TCCTGCTCCCTTATCCCCAC

*UT in this column: Universal tail with a sequence of "CCCCGCCGCCGCCGCCGCCC"
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