
Supplemantal Table 1. Probe sequences used in Chimge et al., Genes & Immunity 6, 186-193, 2005 

Group 1 Group 2
Group 2a Group 2b

Name Probe sequence, 5' to 3' Name Probe sequence, 5' to 3' Name Probe sequence, 5' to 3'
 VH-1-2  Cy5- AAAGAGATTGAGTCCAGTCC   VH-3-29P  Cy5- TATAGAGGAGGAGGGAGGGCC  VH-3-53  Cy5-  CACTTCATCTGCACGGAGCCCG 

 VH-3-2.1P  Cy5- AATTTACAGCCCAGTGGTGAG  VH-3-32P  Cy5- CAGGCCCCTCCCTCTCCTGG.  VH-4-53.1P  Cy5-  CCGAGCTAAGTGAGTCACAAGCA

 VH-1-3  Cy5- TGAGGAGGAAGGGATCGAAG  VH-3-30&33  Cy5- ATAACGGTGTCCTTCTGTTTG  VH-3-54P  Cy5-  GAACTTTCTGACCAGGACAC 

 VH-3-5.1P  Cy5- AAGGACACGTCACTACATTA  VH-3-33.2P  Cy5- CAGACACAGTTTCCTGCAATG  VH-4-55P  Cy5-  AACTGGTGAATCTGGGTCCG

 VH-3-5.2P  Cy5- CCAGATTCCTGGAAAACCAC  VH-3-30.2P  Cy5- ACAGACACAGATTTCCTGCA  VH-7-56P  Cy5-  GCACGGCGGATCTGCAGACT   

 VH-3-6P  Cy5- TTCTGCTTGGTCAACACTGAA  VH-4-30.1P  Cy5- TACCCAAGCCTCCCTGTGGG    VH-3-57P  Cy5-  GAGGCAGAAAATTGTACAGCCC

 VH-3-7            Cy5- CCAACATAAAGCAAGATGGA  VH-4-31  Cy5- CGGACTCGCTATGTTTCTGGAT  VH-1-58  Cy5-  CTCGTGGACAACGCCTTGAG

 VH-1-8  Cy5- AGTAAGGGGCTTCCTAGTCTC  VH-4-31.1P  Cy5- TCAACAACTGTGTTTTCCAGT  VH-4-59  Cy5-  GGCCCATTATAGCTTACAGA

 VH-3-9         Cy5- TGGACATGAGTGGATTTGTG  VH-4-33.1P  Cy5- CCCAAGCCTCCCCTGTGGG  VH-3-60P  Cy5-  CTGTCTCCACTTGGTCATGA

 VH-3-13  Cy5- CTGGTGACACATACTATCCAGG  VH-4-34  Cy5- CTATGGTGGGTCCTTCAGTGG  VH-4-60.1P  Cy5-  TCACAAACAACTGTGTTTCTT  

 VH-3-15  Cy5- GTATTAAAAGCAAAACTGAT  VH-3-42P  Cy5- ACTAGAGACAGTGAGGGGGA  VH-4-61  Cy5-  GACCCATTATAACTTATCGA

 VH-3-16  Cy5- CAGCGCAGCCTGACCCTGCA  VH-3-43  Cy5- CTCTTATTAGTTGGGATGGT  VH-3-62P  Cy5-  ATACAATTATTCCAATCTGT

 VH-3-16.1P  Cy5- ACAATTTTCCCCCCTGACTCT  VH-4-43.1P  Cy5- CATTTAGGTTTAAATTCTGG  VH-4-62.1P  Cy5-  CAGAAATGTATGTAGTTGGG

 VH-1-18  Cy5- GATCAGCGCTTACAATGGTA  VH-3-44P  Cy5- GCAGCTGGTAGAGTCTTTTTT  VH-3-63P  Cy5-  GCTGGGTCAATGAGACTCTA

 VH-3-19P  Cy5- GTGGCGTTTTCTTAACTCAC  VH-4-44.1P  Cy5- TTCATACGTGGGGAGACACG  VH-3-64  Cy5-  AGAAGAGTCATGATGGAGTT

 VH-3-20  Cy5- TGAAAACCACCCAGCCCTGA  VH-4-44.2P  Cy5- CACACGATGATCCATCTCTGC  VH-3-65P  Cy5-  GTCAAAACCCACTGAGGACA

 VH-3-21  Cy5- ATCATGGAAAAGTAGAGAGATTT  VH-1-45  Cy5- CCGTCAGAAACCCCAAGGAG  VH-4-65.1P  Cy5-  AAAAACAGTGTTTCCTGTAGCTG

 VH-3-22.2P  Cy5- GAGCTGGGTTTTCTTGTTGCT  VH-1-46  Cy5- CTGAGGAAGGGATTTTTTCC  VH-3-66  Cy5-  GACTTCATCTGCACTGGGCCCG

 VH-3-25P  Cy5- GATATGAGTGAGAAACAGTG  VH-4-46.1P  Cy5- ATGGGTCTATCGGGTTAGGA  VH-1-67P  Cy5-  CCAGGACTAAGGTGACTGGG

 VH-3-25.1P  Cy5- ATTTCCTCTGTCTCCCCCGGT  VH-3-47P  Cy5- TCGCCGGGCTCCAGGGAAGGGTCC  VH-4-67.1P  Cy5-  TCACACACTGACCTCACCCA

 VH-3-26.1P  Cy5- CTGGTTTCGGGTTTACTGGGT 

 VH-4-28.1P  Cy5- ATAAAAATGTGTGGTTTTGGG

 VH-6-1  Cy3- TCATCTTCCTGCCCGTGCTG  VH-7-34.1P  Cy3- AGCACGGCGTGTCTTCAGATC  VH-3-67.2P  Cy3-  GGTTTTCTCAGGTTTTATTGGT 

 VH-4-1.1P  Cy3- GAAGGCGCTGGGGCACCT  VH-3-35  Cy3- CAGAGCTCGCTGTGAAATA  VH-3-67.3P  Cy3-  TGATAAATGGTGCTTAGGACA

 VH-4-4  Cy3- GGAGGTCCCGAACTATACATT  VH-3-36P  Cy3- GTCAGGTCTCTGAACACAGA  VH-3-67.4P  Cy3-  TATGAAGTTCAGTGGTGGAG

 VH-2-5  Cy3- CACAGGTCCCAGCTCAGTGAC  VH-3-37P  Cy3- GGGGTGTCCTGAGACTCTCAT  VH-1-68P  Cy3-  ACCCTCCAATGGGTGTCTGC 

 VH-2-10P  Cy3- GAGCTTTACTCCACGCTTCTC  VH-3-38  Cy3- TTTTAGCACTCTGGGAGTGG   VH-1-69   Cy3-  CCCTATCTTTGGTACAGCAAA

 VH-3-11  Cy3- CTAGAGACATTGAGTGGACGT  VH-3-38.1P  Cy3- AGTGGAGTCAGACAGGAAAAT  VH-2-70  Cy3- CTCCTGCTACTGACTGTCCCG 

 VH-3-11.1P  Cy3- CTGCTGCTCATGGGGCTGCT  VH-4-39  Cy3- CCAACTCATAAGGGAAATGC   VH-3-71P  Cy3- TTGTTCTTTCTGTATTTTTGT 

 VH-1-12P  Cy3- TCATGGGCTGGACCTGCAAGAT  VH-7-40P  Cy3- ATATGTTTATTTCAACACCAT  VH-3-72  Cy3- TACACCACAGAATACGCCGCG

 VH-3-13.1P  Cy3- TGTGGCTGTTGCCTCTGTGTT  VH-4-40.1P  Cy3- TGTATCATCCAGAACTTGTG  VH-3-73  Cy3- TAACAGTTACGCGACAGCATAT

 VH-1-14P  Cy3- CTGATGACTCTCCTGTTGCC  VH-3-41P  Cy3- TGAGTGGCACATATCTGGAA  VH-3-74  Cy3- ATAGTGATGGGAGTAGCACAA   

 VH-4-15.1P  Cy3- CAGTGCACTCATGTTCTAGT  VH-3-47.1P  Cy3- GCTCCACGTGGGGGCTGTT  VH-4-74.1P  Cy3- TTATTCATAACTCCAGGTGCCC 

 VH-1-17P  Cy3- CCTCCTCTATAGAAGCCCCTG  VH-3-48  Cy3- TGAATATTTAAAATGAAATA  VH-3-75P  Cy3- AATTTCAAGGTTTTTCCACAT

 VH-4-20.1P  Cy3- TGATGGAGCTGGATTCAGGG  VH-3-49  Cy3- AGGGACCGCCTGAGTACGGG  VH-3-76P  Cy3- TGAAGACATCCCATGGAGTT

 VH-4-22.1P  Cy3- ATCCTCCCCCTGGCCTGTGG  VH-4-49.1P  Cy3- AACACAACGCAACCCACGCCT  VH-3-76.1P  Cy3- TGGCTGCTTCTCAGCCTGTT

 VH-3-22P  Cy3- TAGCGCCCCCCTGGTGGC  VH-3-50P  Cy3- GACTCAGATGTCTCTGTGCT  VH-5-78P  Cy3- TCATCCTTTCCCTCGTCCTG 

 VH-3-23      Cy3- CCAGCCCTGGGATTTTCAG  VH-5-51  Cy3- CATTTTCTGTCCTCCACCATC  VH-4-78.1P  Cy3- GAGGTCTTCCTGCTGAAGCT

 VH-1-24  Cy3- GGCAAGAGAATCCTGAGTTC  VH-3-51.1P  Cy3- CGGATGTTTGTGAAAGAAAT  VH-3-79P  Cy3- CCCGTGATAACGAGGTCTTC

 VH-2-26  Cy3- TGGTCAGGGACTTCCTCAGA  VH-4-51.2P  Cy3- AATGCCACAACCTTGTATTAC  VH-4-80P    Cy3- GGCGTTCTGCTTACACGGGA

 VH-4-26.2P  Cy3- TTACCATGGATATTATTTGA  VH-3-52P  Cy3- ATTTAGTCTTCAGGGCTGAG  VH-7-81    Cy3- GTATCTCTGTACCCTGAAAGCA

 VH-7-27  Cy3- CCACAGCACCTCAACATGTA  VH-3-82P  Cy3- AAGTCCTGTTGAAGCTTACT   

 VH-4-28      Cy3- AGTAACTGGTGGGGCTGGAT
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